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TS-CL-CTREENT : _5^4_/12; 5/ 0 / 3/4, 
: LA IMS : 
We claim: 

1 . An isolated o r :■ : e i n having a r 
Nemat ode-ex t recce :: Ant '. r a iu i an: 
at' ma in incl udes tne se que- nee: 
3 y s - A 1 - C y s - A2 - C y s - A j - C y s - A 4 - 3 y s - 



n.ar.: activity am 



n a vina cn<= 



a) Al is ar 



a:n ee cjuc 



Cys-A6-7 ys-A '-3ys-A3-Cys-A9-Cys-A10, wherein 
7 no 3 ammo acid residues; 



is an amin: acid sequence; 



c) A3 is an amine- acid sequence of 3 amino aciu residues; 



Ld) A -J is ar 

fe) At is ar 

; f ) A*5 i s ar 

/g ) A "7 is ar 

: h ) A--- is ar 

'i) A 9 is ar 

:: ) A 1 / is a 
whe rein ea cr 



amine acid 
amino aci d 
amin-:- acid sequence 
amine- acid residue; 
d 



sequence ; 

sequence of 3 to 4 amine' acid residues; 



c 12 amino at id residues; 
amine- acid residues; and 



amine acid sequence oi 1 
amino amid sequence of 5 to 7 
n amine' acid sequence; 
of A3, A4, AG and A 13 has an independently selected number of 



n dependent I y selected amino acid residues and -each sequence is selectee such * 
a ch NAT uemam has in total less than abcut 121 ammo acid residues and where: 
sclacea rrotein is derived from a hematcchagcus nematode species. 

iim 1, wherein A3 has the sequence Glu-A3.sub.a -A3. sub. b, 
a r. d A 3 . s u b . b are i n d e c e n -d e n 1 1 v selected amino acid residues. 
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' e ' AO 'J ir.ei ude s an 
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se 




er.ee s e 1 e c t e d free. 






G E u - 1 I e - 1 1 e - H i s - Va 1 
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As p- 1 1 e - 1 1 e - Me t - Va 1 


[SEm. 


IE 


. ] 


• 11], 







Pne- 1 1 e-Tn r- Fhe-Al a- Fr o [oEC- EE'. Ni. 76], and 
Met-Giu-E ..e-Ile-Thr [ SEQ . IEc tli. 77]. 

if. The protein of claim 24 having a NA? domain selected from the group ecnsistita 
a NAP domain of Ac a NAP 6 (SEC EE;. NO. 41), a NAP eicmain of AcaNAP48 (SEQ. ID. NO . 
4E), a NAP domain of A t a NAP 2 3 ■ SEQ . ID. NO. 43), a NAP domain of AcaNAP24 (SEQ. ID. 
:;u. 44), a NAP dentin :»f AcaNAPiS (SEQ. 10. NO. 41), a NAP domain of AcaNAP44 (SEQ. 
IE:. NO. 4'i:, a NAP domain of AcaNAPEl (SEQ. ID. NO. 47), a NAP domain of AceNAP 4 
;SEQ. ID. MOS. 4? or 4?), a NAP domain of Ac a NAP 4 E (SEQ. ID. NOS . 50 or 53), a NAP 
domain of A eaNAP4 1 (SEQ. ID. NOS. 51 or 54), a [JAP domain of AduNAP7 (SEQ. ID. NOS . 
OE or 56), a NAP domain of Ad.:NAP4 (SEQ. ID. NO. 55 , a NAP domain of AceNAFS 
IT. NO. 5^-, and a NAP domain Ace NAP 7 (SEQ. ED. NO. 58). 

EC The protein of claim 2b, wrierem said nematode species is selected r rem t: 
consisting of Ancylostoma canmcm, Ancyics t cm a ceylani c cm, An eyE est oma ducoere 
Necater americancs , and Hel 1 qomosomeides pc.)vcy:~us. 



EC The proceir 
,a) A: is seiec 
:;Eu-A.I a-Lys , 
GE u-Ar a-Lys , 
Elu-Pr c-Lys, 
Elu-Lys-Lys , 
Glu-Ile-Thr, 
■El u-Hi s-Arg , 
Gl u-Leu-Lys , 
GIu-Thr-Lvs; 
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Met-Giu-I Ee-EEe 
28. The crotem 



1 r [SEQ . I EC 



i e protein or. c ^ a i n 
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d c 




^ nn ic 1 1 1 ng r ^ oo 




a or, 1 1 




I a in 
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a 


pha rnaceut i c 3 . 1 y 


= cceptabi.e carrier. 






c : . A 


netho 




f 


inhibiting bio 3d 


ocaguiaticn comprising 


a drr. i 


n i s t e r i n g a p rote 


j a in 


17 wi 


th 
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pharmaceutic a i ly 


acceptable carrier. 






. A 








claim 1 , wh e r e i n 


said protein has twc ! 
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claim 24, wncrei 


n said protein has two 
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p rote 


in 




claim 2 n , woo-rei 









ID. tlO. 41 , AraNA?24 'SEQ. lie N* I . 44;, AoaNA?25 ( SEQ . ID. NO. 45), AcaNA?44 (SEQ. 
ID. NO. 46 , AcaNA?31 SEQ. II:. N:. 4 7:-, AoeNAP4 (SEQ. ID. NO. 62;, AcaNAP45 (SEQ? 
ID. IJO. c:N AcaNAP47 ..SEQ. IT. NO. 64), AiuNAP? (SEQ . ID. MO. 65;, AduNAP4 (SEQ . IC. 
NO. 5:0, AceNA?5 (SED, ID. NO. 5"", and AceNA?7 (SEQ. ID. N J . 58). 

4?. A pharmaceutical crnposi:: :n romprisirig a protein having a NAP donam selected 
from trie group consisting of a MAP domain of AcaNA?6 (SEQ. ID. NO. 41), a MA? domain 

:i::mam of AoaNAPI 4 ; SEQ . ID. Ml. 44), a NAP domain of AeaNAPl .5 (SEQ. ID. NO. 45), a 
MAP dona in of AoaNAP44 SIQ. I D. N D . 46 v , a NAP domain of A oaNAP > 1 'SEQ. TIN N"N 4"-, 

NOS . 5 0 or :3. , a NAP coma in :: A : aNA?4 7 [SEQ. ID. NOS. 51 .or 54), 3 MAP doraain of 
AduNAPV (3F.Q. ID. NOS . 2 or '.-:), 1 NAP domain of AcuMA?4 ; SEQ . ID. MO. 55), a NAP 
iomain of AoeNAFf (SEQ. ID. N.. : ~o , and a NAP iomain of AceNAP' ; SEQ. ID. NO. 56). 
41. A metnoii of inhibiting bl.;od ooa jul a t ion comprising administering a protein 
having a N/OP domain selected fromi the group consisting of a NAP iomain of AcaNAPfc 
(SEQ . ::. NO. 41), a NAP remain of A::aNAP4 3 (SEQ. ID. Ml. 41:, a NA? domain of 
AcaNAPD.3 (SEQ. ID. NO. 43), a NAP domain of AcaNAP24 (SEQ . ID. NO. 44), a NAP domain 
Di Ac a MAP 2 5 (SEQ. ID. NO. 45;, a NAP domain of AcaNAP44 (SEQ. ID. NO. 46), a NA? 
iorr.ain of AoaNAPSl ( SEQ . 15. :,"6'. 47), a NA? domain cf AoeNAPI (SEQ. ID. NOS . 48 and 
4V), a NA? nonain of AcaNAP45 (SEQ. ID. NOS. 50 anoi 53), a NAP d;main cf AeaNAP4 ^ 

SEQ. ID. MIS. 51 and 54), a i:AP domain of AduNAPD {SEQ. ID. NOS. 52 and 561), a NA? 
domain of AduNA?4 (SEQ. 15. NO. ^ =■ \ , a NAP domain of AceNAPD (SEQ. ID. NO. 57), ana a 
NAP d:nam of AceNAF7 (SEQ. ID. TO.). bS). 

41. A protein having two NAP coma ins, wherein said protein _s selected from the group 
consisting of AceNAP4 [SEQ. ID. NO. 62], AcaNAP45 [SEQ. ID. NO. 63], AcaNAP47 [SEQ. 
ID. NO. 64], and AduNAPD [SEQ. ID. NO. 65]. 



